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Transcription Factor IIF, Rap30 subunit
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For in vitro use only
Quality guaranteed for 12 months
Store at -80°C

Cat. No.
PR-790

Avoid freeze / thaw cycles

Form
Liquid. Supplied in 20 mM Tris-HCl pH 8.0, 500 mM
KCl, 0.2 mM EDTA, 1 mM DTT and 20% glycerol.

Activity
100 ng are sufficient for a protein-protein interaction
assay.

Purity
> 95% by SDS-PAGE

Description

The transcription factor IIF (TFIIF) is composed of 58 kDa
(RAP74) and 26 kDa (RAP30) subunits as a heterodimer,
and was first identified through the ability to interact with
immobilized RNA Polymerase Il. The RAP30 subunit of
TFIIF contains two distinct regions with sequence similarity
to E. coli factors and can deliver RNA Polymerase Il to the
promoter to support transcription initiation in the absence
of RAP74.

Recombinant RAP30 protein is isolated from an E. coli
strain that carries the coding sequence of human RAP74,
the B-subunit of TFIIF under the control of a T7 promoter.
RAP30 can interact with RNA Polymerase Il, with TFIIB,
and with DNA. GST-RAP30 has been used in proteinpro-
tein interactions assay.
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